Random and alignment sequences for IL_15052.4

ogpoae ¢ o
’ s 4
-:'_‘!-'. .:‘:..t 3 o'...!
. o
<, 3
o 3% N
. .«®
ot Q 'é e
° .
.

15

10

Alignment score deficit

. PO
X &
180
¥ o
0 1 2 3 4 5
Minimum interior edit distance to 3D instances in IL_15052.4




