Random and alignment sequences for IL_23774.1

157 g >, i

10

o

o8
ieR%
P TORL T
- - -
%,
[

" ?

DATEE SR
o
We 8 '.‘

9 %w

Alignment score deficit
T

0 1 2 3 4 5
Minimum interior edit distance to 3D instances in IL_23774.1




